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TABLE S1. Primers used for creation of triple mutant and error prone library mutants using

wtCDH — pPICZaA vector as template

Primer name

Primer sequence

Forward primer D20N

GGTATCACCAACCCTGTTCATG

Forward primer A64T

CTCGGTGGCACCATGAACAAC

Forward primer V592M CGCAGCCTCCATGAACTCC
Forward primer D20N — V22A CACCAACCCTGCTCATGACG
Forward primer T84A TTTCCTCCGCTCGCTGG
Forward primer A261P ACGTATGTCCCTCCATG
Forward primer E674G AGACACTCGGGGAGTACG
Forward primer N715S TTGGCACGAGCAACCTGTTT
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Fig. S1. lon-exchange chromatography of tm CDH
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Fig. S3. lon-exchange chromatography of H9 CDH
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Fig. S6. Gel filtration of H9 CDH



53  TABLE S2 Purification table for CDH. FM-fermentation media, UF-ultrafiltrate, DEAE-sample
54  after ion-exchange chromatography, GF-sample after gel filtration. Cp-protein concentration, Ac-
55  enzyme activity, V-volume, Y-yield of purification, Pf-purification factor, Sp-specific enzyme

56  activity.

tm CDH HS5 CDH H9 CDH

FM UF DEAE GF FM UF DEAE GF FM UF DEAE GF

Cp/mgmL? 059 042 048 008 052 045 074 017 046 020 0.15 0.024

Ac/lUmL? 091 234 541 117 199 730 165 489 042 110 187 0.34

V/mL 50 12 3 7 50 12 3 6 50 12 3 5
Y/ % 100 62 36 18 100 88 50 29 100 63 27 8.2
Pf 1 3.6 7.2 91 1 42 5.8 73 1 59 13 16

Sp/IlUmg? 155 555 112 141 3.83 162 224 281 0.92 544 122 145
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